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FunGenES Partners

The FunGenES gene expression atlas may also contribute to the development of adult stem cell-based therapies. We have assembled a 
team of leading academic and industrial researchers studying extrinsic and intrinsic pathways of ES cell differentiation as well as 
experts in relevant molecular biology techniques. The FunGenES project is subdivided into four subprojects investigating self-renewal, 
ectodermal, endodermal and mesodermal differentiation processes.  Several technology units support the subprojects: 

•  A BAC (bacterial artificial chromosome) transgene and knockout/knockin construct production unit for the generation of reporter
    and mutant cell lines.

•  A genome resource unit providing sets of arrayed and sequenced cDNA clones and a library of chemically mutagenised ES cells.

•  An esiRNA production and screening unit for studying gene function in embryonic stem cells.

•  An Affymetrix microarray and bioinformatics unit for large-scale expression profiling and data analysis.

The Knowledge Management and Optimising Synergy unit supports the research activities of the subprojects, strengthens integration 
of the research, and increases the efficiency by avoiding duplicate efforts.
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